In the crystal structure of the title compound, C 16 H 15 NO 3 , intermolecular N-HÁ Á ÁO hydrogen bonds link the molecules into chains parallel to the b axis and pairs of intermolecular O-HÁ Á ÁO hydrogen bonds between inversion-related carboxylic acid groups link the molecules into dimers. The dihedral angle between the two benzene rings is 82.4 (2) .
Related literature
For the use of the title compound as an intermediate in the preparation of pharmaceutically active benzazepine compounds that have vasopressin antagonistic activity, see: Yasuhiro et al. (2007) . For the preparation of the title compound, see: Yasuhiro et al. (2000) . For bond-length data, see: Allen et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). The title compound, 2-methyl-4-(2-methylbenzamido)benzoic acid, or salts thereof are useful as intermediates for preparing pharmaceutically active benzazepine compounds that have vasopressin antagonistic activity. (Yasuhiro et al. 2007 ).
In the molecule of 2-methyl-4-(2-methylbenzamido)benzoic acid ( 
The title compound, 2-methyl-4-(2-methylbenzamido)benzoic acid was prepared by the literature method (Yasuhiro et al. 2000) . Recrystallization of the of the crude crystalline product gave a yield of 81%. Crystals suitable for X-ray analysis were obtained by slow evaporation of a solution in methanol.
Refinement
H atoms were positioned geometrically, with N-H = 0.86 Å (for NH) and O-H =0.82 Å (for OH) and C-H = 0.93, 0.98 and 0.96 Å for aromatic, methine and methyl H, respectively. They were constrained to ride on their parent atoms, with U iso (H) values set to either 1.2U eq or 1.5U eq (RCH 3 , OH) of the attached atom.
Figures Fig. 1 . The molecular structure of the title compound, with displacement ellipsoids drawn at the 50% probability level. Primary atom site location: structure-invariant direct methods Extinction coefficient: 0.0023 (5) supplementary materials sup-3
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ (F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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